INTERPRETATION TABLE

HLA-Cw*16 SSP subtyping

Amplification patterns of the HLA-Cw*1601 to 1610 alleles
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*0104, 0109, 0611, 120304

*0114, 020201-020203, 020205-
0204, 0206-0211, 0213-0216,
0218-0220, 0307, 0315, 0345,
04010101-040104, 0403-0410,
0412-0420, 0423-0428, 0430,
0431, 050101-050104, 0503-
0517, 0604-0606, 0614, 0707,
0709, 0749, 0810, 1209, 1221,
1404, 150201-1506, 1508-1513,
1515-1520, 1701-1704, 1801-
1803

Well No.

Length of spec.

205

340

220

140

160

160

100

135




PCR product 210 | 210

Well No. 1 | 2 1 3] 4]l 51 6] 7
*0205, 0217, 06020101-0603,

0607-0610, 0612, 0613, 0615, 2 3

0616N, 120401-1205

*0212, 1521 | | w | |

*0411, 0429, 080101-0809,
0811-0815, 120201-120203,
1208, 1210, 1214, 1216-1220,
140203, 1403, 1408, 1507
*0753 | | | 5 | |

*12030101-120303, 120305,

1206, 1207, 1211-1213, 1215 3 4

HLA-Cw allele®

Well No. 1 2 3 4 5 6 7
B*350802, B*6702 4

Well No. 1 2 3 4 5 6 7
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